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Background: Nitric Oxide (NO) is an important molecule within the human body carrying a number of different functions. Published studies suggest that it may inhibit several key steps in the pathogenesis of atherosclerosis. Inhibition or reduction of NO due to Glu298Asp polymorphism may accelerate atherosclerosis.
Aim: To test the association of Glu298Asp polymorphism with Coronary Artery Disease (CAD) in North Indian population.
Methods: 253 proven CAD patients and 174 healthy case controls (all non-diabetics and normotensives) were prospectively included in the study. The Glu298Asp (rs1799983) variant was detected by genotyping subjects, employing a polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP) assay.
Results: No significant differences were found for age, gender or dietary habit between the two groups(P>0.05). There was a significantly higher (p=0.032) percentage of smokers among patients (62.1%) compared to controls (51.2%). Mean levels of all lipid parametersi.e. Total Cholesterol (TC), Triglycerides (TG), High Density Lipoprotein Cholesterol (HDL-c), Low and very- Low Density Lipoprotein Cholesterol(LDL-c and VLDL-c) were significantly higher in patients in comparison to controls(p=<0.0005). The genotype frequencies for patients vs controls were 62.8% vs 68.39%, 33.2% vs 28.74%  and 4% vs 2.87% for GG, GT and TT respectively. The G and T allele frequency in patients vs controls were 0.79 vs 0.83 and 0.21 vs 0.17 respectively. There was no significant difference found between any of the genotype or allele frequencies between the patient and control groups (P>0.05) indicating no association with the disease.
Conclusion: Contrary to many studies in different ethinic populations, our data suggests that Glu298Asp polymorphism is unrelated to CAD especially in North Indian population.  

